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Naive SeMet
Yray source SPring 8 BL4XU
Data collection
Space group P64 P6s
Unit-cell parameters.
a(A) 73.28 78.39
b(A) 73.28 78.39
c(A) 102.44 110.06
Peak Edge Remote
Wavelength (A) 0.90000 0.97914 0.97940 0.96417
Distance (mm) 350 500 500 500
Exposure time (sec.) 1 1 1 1
Resolution range (A) 34.50-2.00 67.88-2.70  67.88-270  68.04-2.70
(2.11-2.00) (2.80-2.70)  (2.80-2.70)  (2.80-2.70)

No. of total reflections 158070 223156 217898 112703
No. of unique reflections 21141 19932 19766 19519
Completeness (%) 97.0(95.9) 96.3(99.5) 95.3(99.6) 94.0(98.4)
Rmerge (%) 7.0 (45.7) 9.2(39.7) 10.7(46.4) 8.9(45.4)
Vs (1) 19.5(5.3) 23.2(6.9) 22.3(6.9) 16.8(4.2)
Redundancy 75 1.2 1no 58
Refinement
Resolution (A) 63.50-2.00
No. of working reflections 20015
No. reserved to evaluate 1487
Rucior (%)Ree (%) 236128.7

Rmsd bond lengths (A) 0,024
Rmsd bond angles (* ) 242

No. of protein atoms. 3262
B-factors (A%) of all atoms 3218

Values in parentheses are for the outer shell
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Native CRIGR A DIERILFHDOBREETOTN S,
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Native Se-Met
X-ray source SPring-8 BLA4XU SPring-8 BL41XU

Data collection
Space group c2 c222,
Unit-cell parameters
a(d) 6758 6339
b (A) 57.06 69.79
(&) 4874 9812
Peak Edge Remote

Wavelength (A) 09 097919 097944 099518
Distance (mm) 300 500 500 500
Exposure time (sec.) 10 1 1 1
Resolution range (A) 5000220 5000330  50.004.00 5000355

(228220)  (342:330)  (414-400)  (3.68-3.55)
No. of total reflections 30491 27098 15760 21753
No. of unique reflections 9161 3455 2013 2814
Completeness (%) 978(959)  992(1000) 99.4(100.0) 99.0(99.6)
Rmerge (%) 110(409) 89(532)  66(452)  64(458)
Redundancy 34(28) 7.8(82) 7.8(82) 7.7(7.3)

Values in parentheses are for the outer shell
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