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p53 TAD2-Tfb1 PH-D complex  

~2,300 Å2  ~800 Å2  
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mRNA 

mRNA 

Human TFIIE (hTFIIE) ; Heterodimer (84kDa) 

Schultz et al. Cell (2000) 102, pp599-607 

Human TFIIH (hTFIIH) ; 10 subunits (480kDa);  
   XPB, XPD, p62, p52, p44, p34,TTDA, Cdk7, cyclinH, MAT1 

hTFIIE  (50kDa) hTFIIE  

bHLH bHL 

238 258 291aa 197 1 113 174 66 146 

wHTH/FH ZF 
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HTH wHTH/FH 

11 104 182 439aa 378 393 352 
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