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Institute of Medical
Science, The University of
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Structural analysis of molecules
related to the innate immune
system

Shizuo Akira

Immunology Frontier
Research Center, Osaka
University
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for structure and function of
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Medical Institute of
Bioregulation, Kyushu
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Structural and functional analysis
of semaphorins and their
receptors.

Atsushi Kumanogoh
<kumanogo@ragtime.biken.osa
ka-u.ac.jp>

Research Institute for
Microbial Diseases, Osaka
University

http://www.biken.osaka-
u.ac.jp/lab/immunopathol
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Structural and functional analyses
of signaling proteins for insect
control

Koji Nagata

Graduate School of
Agricultural and Life
Sciences, The University of
Tokyo

Structure-based functional analysis
of key enzymes that can be
applied to production of
antibiotics and other useful
compounds

Sueharu Horinouchi
<gsuhor@mail.ecc.u-
tokyo.ac.jp>

Graduate School of
Agricultural and Life
Sciences, The University of
Tokyo

http://park.itc.u-
fokyo.ac.jp/hakko/

of Enzymes involved in a New
Carbon Dioxide Fixation System
and Their Functional Improvement

Kunio Miki
<miki@kuchem.kyoto-u.ac.jp>

Graduate School of
Science, Kyoto University
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Structure-function analyses and
improvement of useful enzymes for
chiral compound prodcution

Sakayu Shimizu
<sim@kais.kyoto-u.ac.jp>

Graduate School of
Agriculture, Kyoto
University

http://www.hakko .kais.kyo
fo-u.ac.jp

Structure and function of
environmentally-responsive
proteins

Ko Shimamoto

Graduate School of
Biological Sciences, Nara
Institute of Science and
Technology



http://structbiol.com/�
http://park.itc.u-tokyo.ac.jp/hakko/�
http://www.hakko.kais.kyoto-u.ac.jp/�
http://kuchem.kyoto-u.ac.jp/kozo/miki_lab.html�

Research and technological development

field | divisio research subject principal investigator representative Homepage
39
g9 . Syst d Structural
3 a ;30 Development of Advanced Protein|., . . \,/5 ems an ructura
o5 ¢ Production Technologies Shigeyuki Yokoyama Biology Center,
(8 5 > Yokohama Institute, RIKEN
< O

ABojouyosy
SISAIOUD |DINIDNULS UISL0Id

NMR

<Hfjwr@protein.osaka-u.ac.jp=

-
— o Institute of Material
® T Development of the synchrotron nstivte .O ena S.
99 35| = . . Structure Science, High
52 o ® [beamlines dedicated to the - B
o= =| 8 ) . Soichi Wakatsuki Energy Accelerator
5 & c 8 |measurement of micron-size
€ * 9| 3 |protein crystals Research
< S > Organization(KEK)
Q| ©
S
. [0)
83 QETbI'h t of Chemical Libi Graduate School of
) -
3 ‘& o O stablisnment o emica .I rary Tetsuo Nagano raduate C i~ O. http://www.cbri.u-
3307 and Development of Protein “Hona@molf.ufokvo.ac. o= Pharmaceutical Sciences, tokyo.ac.ip/index.html
8 g' =1 Regulation Technology g® o ye-aclp The University of Tokyo . *
~<
2 g_" Creation and management of National Insfitute of
% 3 information ploh‘ormgin Targeted Hideaki Sugawara Genetics, Research http://www.tanpaku.org/h
S a . < & i ip= izafi f
3= Proteins Research Program hsugawar@genes.nig.ac.jp Orgomzq ion o tml/pf.html
S Information and Systems
- Development of novel affinity tag
o system for the high-quality Junichi Takagi Institute for Protein
%. production of extracellular and <takagi@protein.osaka-u.ac.jp> |Research, Osaka University
k) membrane proteins.
3
c
9
g Development of innovative Hiroaki Kato Graduate School of
T methods to support membrane . ro@ Pharmaceutical Sciences http://www.pharm kyoto-
e ; o <katohiro@pharm.kyoto- R N " |u.ac.ip/structbl/index.html
= protein crystallization v.ac.jp> Kyoto University
3 x
S | @
< 8 Antibody production for so Iwata Graduate School of
r;)_ Membrane Protfein Crystallisation Medicine, Kyoto University
ke
Q. ¢
@ |Structural Analysis of Memb| . . .
o} ruc.uro natysis o em rane Toshimichi Fujiwara Institute for Protein http://www.protein.osaka-
Protein Complexes by Solid-State . .
o Research, Osaka University

u.ac.jp/biophys/

Diversification of protein structural
analysis technologies by the SAIL
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Masatsune Kainosho

Graduate School of
Science, Nagoya
University
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Structural Bioinformatics for
Modeling Protein Complex
Structures

Kei Yura
<yura.kei@ocha.ac.jp>

Graduate School of
Humanities and Sciences,
Ochanomizu University

http://cib.cf.ocha.ac.jp/yu
ralab/index.html
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